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GTPase Rab-Like
gRabLZ—RabLS) RabL2 Centrosomal protein 19k Da
Cepl9)
RabL2-Cepl19

Rab-Like 2 (RabL2) protein belongs to the Ras superfamily of small GTPases.
Although functions of RabL2 are unclear, the RabL2 gene is conserved in species that have motile
cilia/fla?ella, and it was reported that the expression level of RabL2 is higher in ciliated cells than
in non-ciliated ones. Moreover, male mice carrying a RabL2 mutation were reported to be sterile as a
consequence of severely compromised sperm motility. Therefore, it is possible that RabL2 is implicated in
functions of cilia/flagella.

In this study, we found that RabL2 binds to Cepl9 in both GTP- and GDP-bound states, and the two
proteins are co-localized on the centrosome and the basal body. Furthermore, we demonstrated that Cepl9
recruits RabL2 to the centrosome. On the basis of these data, we propose a model in which RabL2 and Cepl9
form a complex not only at the centrosome but also at the basal body, where they function together in
ciliary motility.
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