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Analysis of mitochondrial homeostasis through PINK1 kinase
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i We analyzed the mechanism of mitochondrial homeostasis through PINK1 which is
one of the causing gene products of Parkinson®s disease. In transcriptional regulation, we found that

NRF2, an antioxidant transcription factor, regulates PINK1 expression under oxidative stress condition.
In post-translational regulation, we found that SARM1 and TRAF6 bind to and stabilize PINK1 through

lysine 63 chain ubiquitination. Accumulated PINK1 contributes to damaged mitochondrial degradation and
cell survival.
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