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Study on the brain-specific ncRNA related to mental disorder

Furumai, Ryohei
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Brain-specific non-coding RNA (ncRNA) responsible for the pathogenesis of
Prader-Willie syndrome, a rare developmental/mental disorder, was knock-downed in the primary cultured
neurons obtained from wild type mouse brain. Then we compared the global transcriptome between control
and knock-downed neurons by next-generation sequencer. As a result, we found that the expressions of
several genes and miRNAs were significantly changed in knock-downed neurons. Our finding suggested that
transcriptional changes in these genes/miRNAs in knock-downed neurons could be related to the etiology of

Prader-Willie syndrome.
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Top 10 enriched GO term (biological pathway) within DEG by snoRNA

Term Count % PValue
G0:0006955~immune response 26 5.10 0.00003
G0:0042129~regulation of T cell proliferation 7 137 0.00162
G0:0007605~sensory perception of sound 8 157 000217
G0:0042359~vitamin D metabolic process 3 059 0.00268
G0:005095: y perception of 8 157 0.00364
G0:0042102~positive regulation of T cell proliferation 5 0.98 0.00647
G0:0032944~regulation of mononuclear cell proliferation 7 137 0.00744

0 regulation of i 7 137 0.00744
G0:0070663~regulation of leukocyte proliferation 7 137 0.00837
[G0:0050863~regulation of T cell activation 8 157 0.00868
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