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Elucidation of transcription factory that is associated with the transcriptional
regulation of the ABO gene.

TAKAHASHI, Yoichiro

2,400,000

Am RUNX1
A3 B3 ABO

ABO
ABO

1) We identified novel genetic mutation responsible for the blood group subtype
Am, and clarified association of transcriptional factor RUNX1. 2) We identified novel genetic mutations
responsible for the blood group subtype A3 or B3. 3) We identified candidate regions that possess
potential enhancer activity for the ABO expression. 4) It was clarified that the transcription of the ABO
gene is regulated by epigenetic mechanism, and some reagent could alter the expression level of ABO.
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