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Proteomic analysis of posttranslational modification on topoisomerase 1 and
centromere protein in patients with Scleroderma.

lizuka, Nobuko
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To investigate the posttransratinal modification on Topoisomerase (topol) and
centromere B protein (CENTB) which are autoantigenic proteins of Scleroderma.
We seﬁarated proteins extracted from peripheral blood mononuclear cells (PBMCs) from 3 patients and
healthy donors to 2-dimentional electrophoresis and performed western blotting (2DE-WB) using anti-topol
antibodies and anti-CENTB antibodies, respectively. We analyzed the differently reactivities of protein
spots on 2DE-WB between the screroderma (Ssc) and the healthy contorol (HC) groups.
In 2DE-WB of topol analysis, we detected 12 protein spots, and 5 out of 12 spots have more than 2-times
stronger or lower reactivities in Ssc than in HC groups. Also in 2DE-WB of CENTB analysis, we detected 8
protein spots and 4 out of 8 spots have more than 2-times stronger reactivities in Ssc than HC groups. We
tried to identify these proteins, which have differential reactivities in 2DE-WB between Ssc and HC
groups, by mass spectrometry.
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