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Global analysis for downstream of NACC1 gene expression by next generation of
sequencing method.
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There has been increasing interest in the cancer research field concerning the
BTB/POZ (bric-a-brac tramtrack broad complex/ pox virus and Zn finger) family of proteins. NACCL is a
member of the BTB/POZ family and a transcriptional repressor associated with tumor cell growth, survival
and chemosensitivity. To clarify other functions of NACC1 associated with tumor biology, we performed
global analysis using next generation of sequencing method,. NACC1l occupied the promoters accompanying
with SETDB1. NACC1 and cytoplasmic HDAC6 were demonstrated by coimmunoprecipitation, pull-down, and yeast
two-hybrid assays. NACC1/NANOG/HDAC6/SETDB1 complex regulated pl6 expression through epigenetic
mechanisms. The study presented the role of NACCL gene in malignant tumor behaviors.
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