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Comparison of the proBDNF (brain derived neurotrophic factor) density in the
blood with the control (n=20) and the depression patient (n=5) didn"t give us the significant difference.
Leukocyte-derived BDNF antisense RNA was measured in real-time PCR. It was possible to measure with only
the control (n=5). We had compared the methylation rate of CpG Island of SLC6A4 which is a manifested
control part of a serotonin transporter (5-HTT) of the depression (n=50) with one of the control (n=50).
We didn"t have the result in line with expectations, but a possibility which can be the biomarker of the
therapeutic responses to antidepressant.
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