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Eighteen candidate biomarkers were identified by gene expression analysis with
twenty thousand human genome between MDA-MB231 and 231BR cells. Moreover, some gene mutations were
identified by genome sequencing.
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transmembrane protein 98
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CHRDLI SLC14A1 137.46
TMEMSS GRB14 18.79 95
XK 2.43F-20 AZUI 12.10 i
FzRL2 8.40E-11 S0X30 10.95 5.
SLCOSAL 8.47E-10 KAAG1 7.
cozhzA 1.02E-08 ILI7F 1
ROLA 1.08E-07 DACHI 4.80E-08
ACOXL 1.29E-15 ILiR2 5.12E-08
POPN 3.81E-08 Clorf9s 4.13E-08
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