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Evaluation of new treatments for retinitis pigmenosa using indicators of oxidative
stress

Ito, Tadashi
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Retina is always illuminated by light, and light accelerates photoreceptor damage
through oxidative damage. Retinitis pigmentosa (RP) that is primarily caused by one of
photoreceptor-specific genes has been known to be influenced by light-induced oxidative damage.
Therefore, a new treatment for RP using oxidative stress indicators may be effective as a new monitoring
method. In this study, in order to establish a new treatment for RP using oxidative stress as an
indicator, basic studies for evaluating intraocular oxidative stress and antioxidant potential in samples
from patients with various vitreoretinal disorders. The aim of this study is whether or not the results
from this study can be applied to the field of the research for RP.
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1, keratin; 2, keratin; 3, ferritin light chain;
4, hormerin; 5, retinol binding protein 3;
6, complement C3; 7, IgG y-1 chain;

8, serotransferrin; 9, serum albumin;

10, antithrombin IIT; 11, PEDF;

12, apolipoprotein A-1V; 13, IgGy-1 chain;
14, transthyretin; 15, IgG x chain

albumin, transferrin, PEDF

BAP
BAP
(mM) RRD, 1.86 + 0.47;
PDR,1.67 + 0.46; RVO, 1.86 + 0.41; ERM,
2.17 + 0.59; MH, 2.26 + 0.45

ANOVA p < 0.001

RRD MH
p = 0.012 PDR

MH (p < 0.001) ERM (p = 0.019)
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