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Investigation of the onset mechanism of pterygium and the development of its
preventive medicine
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Pterygium is a wing shaped fibrovascular growth on the ocular surface causing
visual loss and effective medication has not been found yet.
Pterygium formation is induced by various chronic inflammatory conditions, such as ultraviolet radiation
(UV) exposure. In this study, we found that Keratin 24 (KRT24) and matrix metallopeptidase 9 (MMP9) were
highly upregulated in pterygium tissues using DNA microarray analysis. UV-B treatment induced the
upregulation of the expression of KRT24 and MMP9 in human corneal epithelial cells (HCEC) and human
conjunctival fibroblast (HCF). In conclusion, UV radiation may promote the modulation of these pterygium
related genes such as KRT234 and MMP9, and may induce the initiation and progression of human pterygium.
Suppression of these genes may protect the development of pterygium.
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G0:0044421 extracellular region part
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G0:0005578 proteinaceous extracellular matrix .
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G0:0005615 extracellular space
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