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Study of genome copy number alterations in oral cancer by FNA-FISH
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In oral tongue cancer, lymph node metastasis is poor-prognostic factor. To
understand the mechanisms underlying metastasis, we compared the genetic profiles of paired primary
tumor (PT) and metastatic lymph node (MLN) samples in oral tongue cancer patients.

We extracted genomic DNA from formalin-fixed and paraffin-embedded (FFPE) tissue sections of paired
PT and MLN samples. We applied the past experience of molecular genetic analysis by FNA-FISH,
large-scale genetic profiling was performed using high-density single-nucleotide polymorphism (SNP)
microarray. Then, we compared the genetic profiles of PT and MLN samples to identify specific copy
number alterations (CNA). As a result, we identified 20g11.2 gain was significantly more frequent in
MLN samples. Moreover, the expression of one of 20qll1.2 genes, E2F1, was significantly increased
during process of metastasis. This study indicates that additional genetic changes may be required
for the metastatic process.
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