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Identification of osteoclastic bone resorption regulatory factors produced by oral
squamous cell carcinoma
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1. Two clonal cell lines, HSC3-C13 and HSC3-C17, were isolated from the maternal
oral cancer cell line, HSC3. The conditioned medium from HSC3-C13 cells showed the highest induction of
Rankl expression in the mouse stromal cell lines ST2 and UAMS-32 as compared to that in maternal HSC3
cells and HSC3-C17 cells. Gene expression was compared between HSC3-C13 and HSC3-C17 cells by using
microarray analysis, which showed that CXCL2 gene was highly expressed in HSC3-C13 cells as compared to
HSC3-C17 cells. These results indicate that CXCL2 is involved in bone destruction induced by oral cancer.
2. Transforming growth factor beta (TGF-b) plays a significant role in the regulation of the tumor
microenvironment. We investigated the role of TGF-b in oral cancer-induced bone destruction.We show that
both cancer cells and stromal cells produce TGF-b in the OSCC-induced bone destruction, and propose the
role of TGF-b produced by stromal fibroblasts in such bone destruction.
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Gene Gene name Fold change | HSC3-C13
symbol C13/C17  signal
IL6 interleukin 6 25.99 5411.3
MFAPS microfibrillar associated protein 5 22.63 2664.7
PDZK1iP1  PDZK1 interacting protein 1 10.56 365.3
FAM155A | family with sequence similarity 155,member A | 9.19 1773
PTGS2 prostaglandin endoperoxide synthase 2 8.57 918
cxeL2 chemokine (C-X-C metif) ligand 2 746 8315.4
AKAP12 A kinase (PRKA) anchor protein 12 6.96 5106.1
DUSP1 dual specificity phosphatase 1 6.50 3234.4
NEK3 NIMA (never in mitosis gene a)-related kinase 3 | 6.06 146.1
PLXNC1 plexin C1 5.66 757
SAMD4A  sterile alpha motif domain containing 4A 5.28 490.4
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