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Membrane proteins are important pharmaceutical targets. Many membrane proteins
exert a wide variety of molecular functions by forming their specific combinations. In addition, various
membrane proteins are reportedly associated with diseases. Their oligomerization is now recognized as an
important event in various biological phenomena, and many researchers are investigating this subject. We
have tried to develop a support vector machine (SVM)-based method to predict interacting pairs for
membrane protein oligomerization, by integrating their structure and sequence information. However, it is
still difficult to develop a method to predict interacting membrane protein pairs among all membrane
proteins. Hence, in this project, we focused only on G protein-coupled receptors (GPCRs), and developed a
high performance method. Our method could accelerate the analyses of these interactions, and contribute
to the elucidation of the global structures of the GPCR networks in membranes.
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