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Chemo-responsiveness biomarker discovery in osteosarcoma using mi-RNA microarray
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Osteosarcoma is the most common malignant bone tumor. Patients who respond
poorly to chemotherapy are at higher risk of adverse prognosis. In this study, we aimed to identify novel
chemo-responsiveness biomarkers. We investigated miRNA expression in eight open biopsy samﬁles using
miRNA-microarray analysis. We found six miRNAs were differentially expressed in patients who respond
poorly to treatment. In functional study, overexpression of miRNAs in three osteosarcoma cell lines
enhanced cell proliferation, invasiveness, and resistance to chemotherapeutic drugs. In addition,
overexpression of miRNAs blocked the ability of these chemotherapy agents to induce apoptosis. Finally,
the association between poor prognosis and the abundance of miRNAs was confirmed by gRT-PCR in 20
additional osteosarcoma patients. In conclusion, these miRNA biomarkers may be used as basis for risk
stratification therapy in osteosarcoma.
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