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Transcription factor nuclear factor kappa B (NF-kB) is related to cell fate
decision and various diseases. Mathematical model for NF-kB signal transduction system is useful to
understand a regulatory mechanism of NF-kB activation. Previous models for NF-kB system can reproduce an
oscillatory behavior for NF-kB activity. In this study, we constructed a model which reproduces not only
the oscillatory behavior but also a switch-like response for NF-kB activity. This model is the largest
model explaining a lot of experiments in NF-kB system.
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