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The examination of compensatory lung growth utilizing transgenic mice

Yun, Takamasa
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We recently developed the way of evaluation for lung weight using radiologic
analysis in post-pulmonary resection adult human. In this study, we serially evaluated morhologic,
radiologic and genomic status during CLG in pneumonectomized mice.After left pneumonectomy, the right
lung progressively enlarged both in volume and weight during observation period. Estimated weight also
increased associated with the real volume. Among the lobes, the cardiac lobe markedly increased in size.
The alveolar density was always lower in pneumonectomized mice than in sham controls. Microarray analysis
revealed that multiple genes related to proliferation (but not specific alveolar development) were
initially upregulated and then returned to normal after 30 day. The morphologic and genomic changes were
more evident in the cardiac lobe than in the upper lobe. During CLG, morphologic, radiologic and genomic
changes were related to each other in pneumonectomized mice.
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