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BFFERREOBE (FE30) : The proteasome is a supramolecular proteolytic apparatus. In this study,
we challenged comprehensive analyses of the proteasome and its partner “ubiquitin” from action
mechanisms to physiopathological roles. Especially, elucidations regarding the formation of
proteasome liquid droplets by liquid-liquid phase separation to serve as a proteolytic center, the
mechanism of killer T cell repertoire formation by the thymoproteasome, the ubiquitin code, and
a selective autophagic elimination pathway of defective mitochondria (mitophagy) by PINK1 and

Parkin were breakthrough achievements.
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