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i i Through genetic characterization of histone demethylase genes IBM1 and LDL2
of Arabidopsis, we showed importance of gene body H3K4mel for establishment of epigenetic states

(Inagaki et al 2017). Characterization of hypomethylation mutant revealed genome-wide negative
feedback to control global level of heterochromatin (lto et al 2015). Furthermore, we showed

behavior and evolutionary dynamics of sequence-specific anti-silencing systems of VANC proteins and
their targets (Hosaka et al 2017).
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