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We planned to develop a new method of protein design by displaying a library
of mutated fluorescent proteins on the surface of phages, and selecting phages displaying desired
proteins by monitoring their emission properties. We constructed M13 phages displaying C-terminal
fragment of GFP on g8p, and reconstituted GFP on the phage by adding the N-terminal fragment. We
could create strongly emitting phages by displaying GFP on g8p proteins. We improved the sensitivity
of the single phage detecting system. We were successful in selecting the fluorescent phages and
examining the number of the collected phages by colony assay method.
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