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Elucidation of molecular mechanisms of RNA silencing
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We purified the PIWI protein from silkworm (Siwi) and determined its crystal
structure. The structure revealed the molecular mechanism by which Siwi binds piRNA to protect germ
cells. In addition, we determined the crystal structures of Cas9 and Cpfl from various bacteria,

thereby improving our mechanistic understanding of diverse CRISPR-Cas enzymes and paving the way for
further development of new genome-editing technologies.
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