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Analyses of chromatin interaction responsible for subnuclear dynamics
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The purpose of this project is to reveal the dynamics of chromatin in
nuclei. We successfully performed four-dimensional live-cell imaging using lacO/Lacl inserted
visualization lines. Based on this system, we could get dynamic data of chromatin-interaction in the

nucleus of living cells. We identified a chromatin remodeling protein RAD54 as a regulator
responsible for chromatin interaction and revealed a part of molecular mechanism in subnuclear
chromatin dynamics.
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