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Understanding biological ignificance of histone modifications by epigenetic
manipulation using multifunctional antibodies
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DNA in eukaryotic nuclei forms chromatin by binding with histone proteins.

Histones are subjected to a variety of posttranslational modifications, but the biological
significance of those modifications remains largely unknown. In this study, we performed inhibitory
assay based on antibody injection, identification of proteins that bind to specifically modified
chromatin, and development of new live cell modification probes. When phosphorylated
histone-specific probes were injected into cells, chromosome missegregation was observed, which
probably resulted from bridging between sister chromatids. A candidate protein that bound to
phsophorylated chromatin localized to centromeres. Finally, we developed some new
ngificatign—specific intracellular antibody probes that could monitor specific modifications in

iving cells.
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