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ﬁpplégation of integrated omics analyses by using Allium bio-resources to onion
reeding

Masayoshi, Shigyo

12,400,000

Our research via the use of unique genetic resources was carried out enable
a holistic approach to profile the phytochemical composition as well as its related gene expression
of alliums for plant breeding studies, through collaborative development of resources for
metabolomics-high throughput chemical profiling by mass spectrometry, together with transcriptmics
assay metadata by RNA-Seq. The metabolomics analysis of eight monosomic addition lines proved to be
effective in revealing the effects of single alien chromosomes from shallot on the production of
several functional chemical compounds in the different organs of A. fistulsoum. Our main focus was
to map the resistance gene of shallot with SNP markers together with mQTLs by using the mapping
population derived from F1 between shallot and onion DHs. An omics approach could be utilized to
characterize variation in these genetic stocks, developing capability and plant materials to support
metabolomics-informed plant breeding studies.



B X C—19,. F—19—1. Z—19,.

1. AFZEBAE 4P D 5

8 MFHOYR L VBRSNS ¥~ RFX
(Allium cepa L. Common group) 7/ Ll
0 A XFRXF O 107 5125 7= 559 152 (i
Fxt (17.9pg/1C) %Al HE LT 5 (Havey
2002) . ZOEKYT J BIIARIEE OFENTEEK
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IR S DEEEE L, HERYEGIKRDEE %
HEDHTWA. F£72, SSRX° In/Del v~ — I —%
60 FEFA E THLFE L, Al OS] 5 ) & #
AL TR Y SO/ SR T H )
& 2 RS W HE Y — v DB
FEHITH>TNAH.

3) BIMHEKL YV —AD T A7 YT F—
I A B IR T — LRMT

IR Y — X & B CTHEE L, HEH,
HERd L OSER () 0By
TV LT, INEDOY TR AN T A
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