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Mechanism of temperature-dependent petal coloration in chrysanthemum
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Accumulation of anthocyanin was remarkably decreased at 30 compared to 20
. When inflorescences were exposed to high and cool temperature by developmental stage of

inflorescence the accumulation of anthocyanins occurred most intensely during the period from petal
appearance to petal elongation stage. This period was most sensitive to temperature. Anthocyanin
biosynthesis related genes are determined. A CmpICHI, and CmﬁIANS, and two CmpICHS, CmplF3H and
CmpIDFR were isolated and showed gene sequences similar to chrysanthemum known sequences. All genes
were contained the specific conserved region as known anthocyanin biosynthesis gene. Expression of
all genes was depressed at 30° C. 50 ppm and 100 ppm BA treatment increased petal anthocyanin
accumulation. This treatment was shown to be highly effective in the stage where accumulation of
anthocyanins is most active among the developmental stages of inflorescence.
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