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Understanding genetics and value of wild salmon run

Araki, Hitoshi

12,400,000

Salmon is very popular in Japan. While majority of fish in a market is
hatchery-reared, ecology of wild salmon is largely unknown. In this study, we investigated genetic
basis of wild chum salmon, which returned to their mother rivers at different timings. We found that

in some rivers in Japan, early-run population and late-run population are clearly distinct both in
timing and the population genetic structure. In addition, the population genetic structure in a
river where hatchery fish have been imported was similar to that in its source, despite the fact
that the river holds large amount of wild population at this point of time. These results suggest
that salmon populations with different run timings are genetically differentiated even within a same

river, and that they should be managed differently.
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