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Evaluation of the risk of infectious/immunity-related diseases conferred by
genetic polymorphisms in the HLA system
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HLA is composed of highly polymorphic molecules mainly due to variations in
the regions involved in specificity determination during antigen presentation processes. Thus the
HLA polymorphism leads to heterogeniety in immune response between individuals. In this study, we
revealed an inhibitory effect of certain HLA class Il alleles in several different

infectious/immunity-related diseases. These results suggested the presence of additional underlying
common regulatory mechanism(s) in immunity/inflammation via HLA class Il molecules.
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Acute lower respiratory tract infections

Carriers in children Carriers in children
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HLA-DRB1
DRB1*14:05 12 (6.8%) 19 (1.3%) 5.46(259-11.53)  5.3x107
DRB1%10:01 14(8.0%) 193 (13.4%) 056(0320.98) 0041

HLA alleles which were carried by more than 5% of either group

(8 A, 158, 12 DRB1, 4 DPA1 and 8 DPB1; 47 alleles in total) are tested.
Locus-wise significant levels for HLA-B and -DRB1 were 0.05/15 = 0.0033
and 0.05/12 = 0.0042, respectively.
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HLA-DRB1allele inlow responders in responders odds ratio (95% Cl) p
n=153 n=850
1.56(0.98-2.49) 0.0581
DRB1%08:03 6(3.9%) 77(9.1%) 0.41(0.18-0.96) 0.0347
0.73(0.51-1.03) 0.0732
DRB1*14:01/54 18(11.8%) 44(5.2%) 2.45(1.37-4.39) 0.00175
significant after Bonferroni's correction p<0.05/17=0.00294
Effect of HLA-DP polymorphisms
HLA-DPA1allele in low responders _in responders odds ratio (95% Cl) p
n=152 n=848
DPA1%01:03 70 (46.1%) 478 (56.4%) 0.66 (0.47-0.94) 0.0187

HLA-DPB1 allele in low responders _in responders odds ratio (95% C1) p

n=152 n=848

0.58(0.32-1.07) 0.0769

0.60(0.33-1.07) 0.0807
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DPB1_84-87DEAV group 148 (97.4%) 773(91.2%) 3.59(1.29-0.97) 0.00892

significant after Bonferroni’s correction p<0.05/11=0.00455
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