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Diagnostic methods to predict the development and the prognosis of autoimmune
diseases based on the reguratory mechanisms for gene expression
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In order to develop the predictive diagnostic methods for the development
and prognosis of autoimmune diseases, we examined noncoding RNA such as microRNA (miRNA, miR) and
epigenetic changes such as DNA methylation and histone modification, both of which have important
roles in the regulation of gene expression in autoimmune thyroid diseases. Then, we found that some
miRs (miR-146a, miR-125a, and let-7a), enzymes necessary for miR production (Dicer and Drosha) and
for histome modification (SIRT1), single nucleotide polymorphisms of genes (TLR, IL15, TSHR, VDR,
FASL, BCL, IL8, RANTES, and MIG) and the expression of these genes were useful for predicting the
development and/or prognosis of autoimmune thyroid diseases. These data indicates that these
regulatory factors of gene expression and single nucleotide polymorphisms can be used to develop the

predictive diagnostic methods for autoimmune diseases.
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