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Establishment of research foundation on "objective pain assessment™ using animal
models suffering from neuropathic pain
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There are more than 20 million patients suffering from neuropathic pain in
the world. One of the proteins involved in neuropathic pain is P2X4 receptor. Pain develops from
various causes. In general, pain assessment depends on individual subject. In order to develop
novel medicines to cure neuropathic pain, objective pain assessment must be necessary. In this
study, we prepared antibodies bound to conformational structure of rat P2X4 receptor, and then
visualized rat P2X4 receptors expressed on 132IN1 culture cells using those antibodies. These
results contribute to the fundamental research on the pain assessment caused by neuropathic pain.
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