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Investigation of regulatory mechanism of secretary protein kinase and its
application for treatment of rheumatoid arthritis
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We have identified FAM20A which regulates post-transcriptional protein
modification as a molecule associated with pathophysiology of rheumatoid arthritis in the previous
research using peripheral blood. In this research, we generated anti-FAM20A antibody and deeply
analyzed association between FAM20A and affected sites. Our investigation successfully revealed the
expression affected site and its induction by inflammatorK cytokines. These findings suggested that
post-transcriptional protein modification involved in pathophysiology of rheumatoid arthritis.

FAM20A



o

TNF-at IL-6
RA
@
RA
2013
JAK
JAK( )
€)
RA
DNA
RA 212 402
RA

FAM20A(Family with sequence
similarity 20, member A)

FAM20A DAS28-CRP
(R=0.54-0.61)
DAS28-CRP 4
MRNA PCR
FAM20A
RA
(4) FAM20A
24-72h MRNA
B C FAM20
KO
FAM20A KO
FAM20B KO

FAM20C KO 20

Enamel Renal Syndrome

FAM20B
Ser

S-x-E
Casein Kinase
FAM20C

FAM20C

75%

(5) FAM20A  FAM20C

FAM20C
FAM20C
FAM20A

RA
RA

FAM20A

(1) FAM20A
(2) FAM20A
(3) RA

[C)) FAM20A

(1) FAN20A
FAM20A
CDNA

FAM20A
(2) FAM20A

CelluSpots
33y P-ATP

FAM20A

Xylose

Goldi

RA

tag



FAM20A
Phostag gel
(3) FAM20A
FAM20A
FAM20A
FAM20A
ELISA
4) FAM20A
FAM20A
(5) Rea-Time PCR FAM20A
RNA
Real-Time PCR FAM20A FAM20C
FAM20A
(€H) FAM20A
FAM20A  Free style 293 system
Expi293 system
Strep-tag
Histag FAM20A
6
6 3
6 1
(2) FAM20A
FAM20A FAM20C
KO
FAM20A C FAM20A
FAM20C
FAM20A
FAM20C
FAM20A  FAM20C
pseudokinase
eLife 2015;10.7554/eLife.06120
(3) FAM20A
FAM20A
FAM20A
FAM20A

FAM20A

1 FAV20A
HSP47 FAM20A
« ) HSP47( )
FAM20A
(4) FAM20A
RNA PCR

FAM20A

FAM20A
2
FAM20A
FAM20A
FAM20A
FAM20A

120000

u FAM20A
FAM familyD FEB  -raveoc

80000 OFAM20B

40000

2 RT-PCR

FAM20



GAPDH A A

CT GAPDH=100
RA-FLS 3-6
RNA panel
1
1. Seiji Nakamura, Katsuya Suzuki,

Hiroshi lijima, Yuko Hata, Chun Ren Lim,
Yohei Ishizawa, Hideto Kameda, Koichi
Amano, Kenichi Matsubara, Ryo Matoba
and Tsutomu Takeuchi. ldentification
of baseline gene expression signatures
predicting therapeutic responses to
three biologic agents in rheumatoid
arthritis: a retrospective
observational  study Arthritis
Research & Therapy 201618:159

DOI: 10.1186/s13075-016-1052-8(

)

2

1. Nakamura S, lijima H, Hata Y, Ishizawa
Y, Chun Ren Lim, Matoba R, Suzuki K,
Amano K and Takeuchi T Identification
of the Gene Expression Signatures
Predicting the Responses to Three
Biologics (infliximab, tocilizumab,
and abatacept) in Rheumatoid Arthritis.
ACR2015. (San  Francisco, USA)
2015.11.6-11 Poster.

2 - ’ ’ ’
31
2015 10 30

0
o

TAKEUCHI' Tsutomu

50179610

@

SUZUKI Katsuya
70306695

NAKAGAWA Taneaki

00227745

NAKA Tetsuji

30303936

®

“)
TAKESHITA Masaru

10571135



