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Research for blood RNA marker predicting prognosis of glaucoma focusing on the
early and individualized medicine.
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Glaucoma is a chronic ocular disease that is often influenced by high
intraocular pressure, resulting in irreversible loss of visual field. Visual field loss caused by
glaucoma is progressive, thus, we should diagnose glaucoma at its early stages and start the
treatment if indicated. The goal of the present study is to identify biomarkers for glaucoma,
through investigating the translational profiles of RNA derived from blood.

Thirty-two patients with normal tension glaucoma and 32 controls with ocular diseases which have
little association with genetic factors were recruited in the present studﬁ. RNA was extracted from
the peripheral blood. Activation of promoters of all the genes were comprehensively quantitated
using cap analﬁsis gene expression (CAGE) technique. We selected the candidate genes as biomarker
according to the result of the differential analysis of the two groups. The promoters identified
hold promise for their clinical application as biomarkers for glaucoma.
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Glaucoma patients CJTIE

Total up-regulated promoters
(BH-adj. p-value <0.001, log2fc >= 2): 942 promoters

Total up-regulated promoter’s unique gene symbol
(BH-adj. p-value <0.001, log2fc >= 2): 319 symbols
Glaucoma patients T34
Total down-regulated promoters
(BH-adj. p-value <0.001, log2fc <= -2): 90 promoters

Total down-regulated promoter’s unique gene symbol
(BH-adj. p-value <0.001, log2fc <= -2): 44 symbols
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