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Chlamydia, one of the important pathogens in the medical and veterinary
fields, exhibits broad host range and pathogenesis in their host. In this study, we carried out
surveillance and analyzed diversity of chlamydia species among wildlife and livestock (local breeds)

in Ghana. We revealed that circulation of chlamydia among wild birds and local livestock reared
extensively around an inland foothill of Ghana, and that chlamydia resides latently in extensively
reared local livestock in a farm in Accra. In addition to chlamydia, we conducted microbiological
inspection of grasscutters which is a giant rodent on the way of domestication, to examine whether
they possess pathogens for human and other livestock and to compare their intestinal flora with

other livestock. Through this study, we think we could gain a lot of knowledge with potential to
improve public health and animal hygiene in this country.
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