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Analysis systems for biological images generally comprise a feature

extraction method and a classification method. Task-oriented methods for feature extraction are very
effective at improving the classification accuracy. However, it is difficult to utilize such
feature extraction methods for versatile task in practice, because few biologists specialize in
mathematics and/or informatics to design the task-oriented methods. Thus, in order to improve the
usability of these supporting systems, it will be useful to develop a method that can automatically
transform the image features of general propose into the effective form toward the task of their
interest. In this work, we propose a semi-supervised feature transformation method, which is
formulated as a natural coupling of principal component analysis and linear discriminant analysis.
Compared with other feature transformation methods, our method showed favorable classification
performance in biological image analysis.
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