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Evaluating the physiological functionality of a Japanese yam propagules by
nutrigenomics
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Our present study investigates the functionality of Japanese yam propagules
using high-fat loaded mice, with significant increase in plasma alanine-amino transferase
concentration and hepatic triacylglycerol level. However, high-fat loading together with propagules
suppressed the increases of these parameters. Hepatic transcriptome revealed that the ingestion of
propagules mitigated fatty acid metabolic disorder, oxidative stress and ER stress. The mice fed on
Japanese yam propagules may thus delay the generation of their hepatic disorder through the
modulation of metabolic disorder.
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p-value
GO0:0044281 small molecule metabolic process 6.4E-07
G0:0019752 carboxylic acid metabolic process 7.9e-07
G0:0006082 organic acid metabolic process 9.8E-07
GO0:0043436 oxoacid metabolic process 1.6E-06
G0:0042221 response to chemical 1.6E-06
GO0:0070887 cellular response to chemical stimulus 1.7E-06
G0:0032787 monocarboxylic acid metabolic process 1.8E-06
GO0:0051186 cofactor metabolic process 8.4E-06
GO0:0010033 response to organic substance 2.9E-04
GO0:0071310 cellular response to organic substance 4.5E-04
GO0:0006631 fatty acid metabolic process 8.4E-04
G0:0044710 single-organism metabolic process 8.5E-04
GO0:0006629 lipid metabolic process 2.3E-03
G0:0045454 cell redox homeostasis 2.4E-03
GO0:0007162 negative regulation of cell adhesion 2.7E-03
G0:0006805 xenobiotic metabolic process 5.0E-03
GO0:0006732 coenzyme metabolic process 8.0E-03
G0:0071466 cellular response to xenobiotic stimulus 9.4E-03
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