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Systematic genetic analysis for urethane-induced lung cancer susceptibility loci
in mice
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QTL analysis using SMXA RI strains revealed plumonary adenoma resistance
locus 1 (Parl) on Chr.11 and Par3 on Chr.12. However, it could not be confirmed the existence and
effects of these loci by using congenic strains developed in this study. We conducted re-mapping by
the Chr. 11 congenic strains, and indicated that the other Par locus was located between 27.72Mb and

36.39Mb. The Mpg gene, which encodes a ubiquitous DNA repair enzyme associated with lung cancer, is
located within this region. A Sanger sequence analysis of the Mpg gene revealed five polymorphic
sites in the A/J genome. One variant, p.Alal32Ser, was suggested the strong candidate mutation with
regard to susceptibility to urethan-induced lung cancer.
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