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Nucleosome formation and chromatin dynamics in microsatellite DNA sequences
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Microsatellites are simple repeated DNA sequences that occupy about 3% of
the human genome. The purpose of this study is to elucidate the structural and dynamic features of
the chromatin in microsatellite DNA sequences. We focused on the triplet-repeat and disease-related

repeat sequences, and systematically examined their effects on nucleosome formation and gene
expression. Furthermore, we predicted nucleosome formation on these repeat sequences by a
bioinformatics analysis. We identified the structural properties of repeated sequences that promote

_or inhibit nucleosome formation. These results provide new insights into the biological
implications of microsatellites within chromosomes.
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