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Molecular basis of nuclear structures regulated by nuclear pore complex proteins

ASAKAWA, Haruhiko

3,900,000

Nup132

Nup98, Nup96
Lem2

We found that a non-essential nuclear pore complex protein Nupl32 is
essential for establishment of kinetochore structure and for attachment of kinetochore and
microtubule in the meiotic first division, firstly indicating that the nuclear pore complex
participates in the meiotic chromosome segregation. Next, we revealed a specific but dispensable
regulation for expressions of nuclear pore complex proteins Nup98 and Nup96. We also found that an
inner nuclear membrane protein Lem2 is essential for centromere-specific heterochromatin formation.
In addition, we developed a novel fluorescent probe to visualize histone modification.
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Cell Dev Biol, 2016)
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(Tange
et al, Genes Cells, 2016)
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