©
2014 2016

Regulation of the amount of translation products in chloroplasts

SUGIURA, Masahiro
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Chloroplast ribosomes include 59 proteins in equimolar ratios. Though their
sizes vary significantly, these proteins should be synthesized as equal moles. The translation
elongation rates of a large S2 mRNA and a small S16 mRNA coding regions are found to be similar.
However, the translation initiation rate of S16 mRNA 5°-UTR was very low. This is due to the
presence of an S16-specific translation repressor in a chloroplast soluble fraction. We propose a
model that translation of ribosome protein synthesis is regulated by mRNA-specific factors.
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