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Genome wide analysis for breeding of tolerant rice cultivars to unfertilized
paddy field.

shimizu, akifumi
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To breed tolerant cultivars adapted to low-input sustainable agriculture, we

conducted genome wide association study (GWAS) using 112 Japanese rice cultivars which have been
genotyped using more than three thousands of genome wide DNA markers. Rice cultivars were cultivated
at 18~ years-unfertilized paddy filed once a year from 2014 to 2016 and biomass-related and
yield-related traits were investigated. Results of GWAS showed consistently significant genome
regions at several traits. Since panicle number showed very significant varietal differences, QTL
analyses were conducted using recombinant inbred lines (from 2015 to 2016). A major QTL on
chromosome 7 having LOD scores >4 and 20 percent of phenotypic variance was detected at both of
2015 and 2016.
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