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Structural analysis of serine peptidase for construction of screening tool for
novel biologically active substances

Arima, Jiro
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Serine peptidases that exhibit the catalytic ability of “ aminolysis” are

capable of utilizing biocatalyst for peptide synthesis. Therefore, such enzymes are considered to be

useful as screening tool for novel biologically active substances. To clarify the mechanism of
aminolysis function of D-stereospecific amino acid amide hydrolase (DAH) that exhibits high
aminolysis function, the crystal structure of the enzyme was determined at a resolution of 1.6
angstrom. DAH possesses a large cavity that leads to the catalytic center, and there is a small
pocked close to the catalytic center. By substitution of the residues that constitute the catalytic
pocket, we found that the structural modification of 11e338 enhanced the aminolytic ability and were
broaden the acyl acceptor specificity. The modification of pocket shape by the mutation is
considered to be related to the increase in aminolysis activity of DAH
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