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Molecular design and development of novel transition-state analogue based on
reaction mechanism of hen-egg white lysozyme

Ogata, Makoto
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In this study, molecular design and synthesis of two transition-state
analogue as inhibitors against hen-egg white lysozyme (HEWL). Furthermore, we investigated the
catalytic mechanism of HEWL using these inhibitors. Next, it proved that the design principle of
this inhibitor can also be applied to other polysaccharide-hydrolyzing enzyme. In addition, it was
revealed that a part of the resulting oligosaccharide derivatives this time can be used as a
substrate for enzyme activity measurement.
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Family GH19 chitinase
(from moss, Bryum coronatum)

i-type lysozyme
(from Meretrix lusoria)
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