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Development of a reference material to quantify only a few DNA molecules

TAKABATAKE, Reona

3,500,000
PCR DNA
N DNA DNA DNA
N DNA DNA-N DNA-N PCR DNA
DNA-N
N DNA PCR 16

DNA-16

In this study, | attempted to develop a reference material containing only a

few copy number of PCR target sequences to evaluate existing DNA quantification techniques. To
develop the reference material, a standard DNA, designated as standard DNA-N, in which PCR-targeted
sequences were repeatedly connected in tandem, was prepared. In the standard DNA-N, recognition
sequences for several restriction endonuclease were located between of each PCR-targeted sequence.
The DNA solution was highly diluted to make the average number of the standard DNA-N molecules in a
well below one, subsequently, the diluted solutions were treated with restriction endonucleases, and
then the reference material just containing N copies of the PCR-target sequences could be obtained.
I have already prepared the standard DNA-16.

PCR DNA



DNA PCR
1
PCR
DNA DNA
PCR
DNA
DNA
PCR Ct
DNA PCR
PCR
PCR
DNA
PCR
PCR
PCR DNA
Positive
Negative
DNA
DNA

1 DNA
DNA
DNA
PCR
DNA
DNA
DNA
DNA 20
/pL 10
2 /u L
DNA
DNA 20 /pL
2
/p L lpulL
DNA 27.1% 2
27.1% 3 18.0% 4
9.0% 5
5.3% 13.5%
40
/p L 10
DNA
1puL (%)
DNA
0 1.8
1 7.3
1/10 2 14.7
3 19.5
4 /pL 4 195
5 15.6
6 10.4
1/5 7 11.2




PCR
PCR DNA
DNA
DNA
N DNA DNA
DNA
2 4
DNA PCR
DNA
DNA
DNA
DNA
DNA N DNA
DNA-N
DNA DNA-N
DNA-N DNA
N
f_‘_\
[ [
F DNA-N l-] Eecr
I E—
DNA
DNA
PCR N DNA-N
N DNA

N DNA
DNA

N DNA
PCR PCR DNA

DNA
DNA-N
GM
GM

DNA
GM
DNA
GM
Lectinl (Lel)
N DNA-N
PCR N

DNA
DNA-N
DNA 1 0

N DNA

GM
20
20
32 DNA-32
Lel

DNA



Kpnl Pstl

16

16

DNA-32

o

Sphl

AT G C

DNA

DNA-16

TAKABATAKE Reona

20463466

Lel

Lel

Lel



