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Genome and genetic analysis of the interactions between host (Pine tree),
pathogen (pine wood nematode), and bacteria: focused on the oxidative stress

responses
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The pine wilt disease continues devastative influence on the forest
ecosystem of the world. The causal agent is the pine wood nematode Bursaphelenchus xylophilus,
spread mainly in East Asia and Europa by Monochamus beetles. In this project, we showed the dynamics

of microbiomes under the pine wilt disease environment. We also revealed its unique ecological
function by molecular genetic approaches, focusing on the oxidative stress response that is the
initial defense reaction in plants against pathogenic infection.
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