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Investigation of microbial communities for nitrogen cycle in the 3 types forest
managements of artificial Japanese cedar forest
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The microbial community structure related to nitrogen circulation by forest
management of Japanese cedar plantation forest was investigated. The management was compared in the
unmilling area, the weak thinning area, and the intensity thinned area. Each soil was collected and
analyzed for the nosZ gene of N20 reductase. As a result, the amount of nos Z gene was higher in the

intensity thinned plot than in the other plots. In addition, the species composition was also
detected only in the thinning plot, closely related to Bradyrhizobium japonicum USDA 110 strain
known as soybean root nodule bacteria. Undergrowth vegetation in the intensity thinned section had
legume plants not found in other plots. Therefore, bacteria with high denitrification ability
existed due to the influence of undergrowth vegetation in the intensity thinned plot, and as a
result, the possibility that nitrogen removal was high was considered.
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