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Functional Analysis of large MAF Transcription Factors in Endocrine Pancreas
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In this study, the functional similarity and difference of large Maf
transcription factors has been elucidated in endocrine pancreas. The phenotypic comparison among
MafA(-/-), B -cell specific MafB(-/-), and MafA(-/-);MafB(+/-) mice revealed that: (1) MafA gene was

important for the maturation of 3 -cell function but not for 3 -cell development, (2)conversely,
MafB gene was important for the normal (3 -cell development, and B -cell specific MafB(-/-) mice in
adult showed no obvious abnormality including fasting blood glucose levels and glucose stimulated
insulin secretion.

In addition, in order to apply diabetic treatment of large Maf genes, MafA or MafB gene together
with other B -cell related genes were transferred in to mouse liver. The result demonstrated MafA is
capable to induce more effective B -like cell induction than MafB.
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