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Functional analyses of Zacl: a candidate gene for chromosome 6q24-related
transient neonatal diabetes mellitus
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Chromosome 6g24-related transient neonatal diabetes mellitus (6g24-TNDM) is
defined as TNDM caused by genetic aberrations of the imprinted locus at 6g24. ZAC1 (also known as
PLAGL1) is the gene which is located within the critical minimal 6g24-TNDM region. Zacl has also
been reported as a transcriptional factor to determine the characteristic CD4 (+) regulatory T cells

signature. However, the function of Zacl is still elusive. We generated Zacl deficient pancreaticf
-cell lines (MIN6) and CD4 (+) T cells by using the Cre/loxP-induced conditional knockout system.
The changes of cell functions were not largely different in both wild-type and Zacl-deficient MING
and CD4 (+) T cells. In MIN6 cells, Zacl alters the expression of several genes and non-coding RNAs,
including Egrl, Shh, cFos, and Sst. These data suggested that the redundancy of the Zacl function
existed in both mature cell types. Further studies to elucidate the Zacl function in the development
of these cells will be required.
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