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Investigation of epigenetic mechanisms regulating the
properties of malignant mesothelioma
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In malignant mesothelioma, EZH2 is highly expressed and BAP1 mutation is
observed. Suppression of EZH2 expression in mesothelioma cells by RNA interfering method decreased
their proliferation, motility, and tumorigenic ability, but could not induce tumorigenesis even when

EZH2 was highly expressed in mesothelial cells. The EZH2 high expression group of malignant
mesothelioma patients had a poorer prognosis than the EZH2 low expression group. Although high
expression of EZH2 alone is insufficient for tumorigenesis of mesothelial cells, the prognosis of
malignant mesothelioma patients is thought to be involved in EZH2-controlled growth and invasion

related molecules.

Although BAP1 mutation is considered to be a useful molecular marker for diagnosing epithelioid
mesothelioma, further investigation is required on the biological function of BAP1 in malignant

mesothelioma.
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