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Study of the mechanism of resumption of development of Strongyloides larvae by
perception of host environment

Nagayasu, Eiji
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It was not well understood what kind of environmental cues are perceived
by Strongyloides infectious larvae (L31), which leads to changes in gene expression and morphology.
In the present study, we especially focused on studying mechanism of regulation of expression of
GFAT1 gene, that was identified as one of the genes which showed remarkably up-regulated expression,

once larvae are inside the animal host.
Taken the experimental results obtained in the present study together, we concluded that glucose

concentration surrounding larvae are the most responsible for the elevation of GFAT1 expression. It
was presumed that the elevation of GFAT1 expression is under the control of neurological pathway

which involves muscarinic receptors.
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