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ChinesePlex: A method for differentiation of Japanese and Chinese using
Chinese-specific alleles
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To find out Chinese-specific alleles, 282 candidate SNPs chosen from the
1000 genomes database were investigated in 875 DNA samples from nine East Asian, African, and
European populations. Of 177 amplified SNPs showing polymorphisms, 160 derived alleles were detected
in Japanese populations. The remaining 17 alleles were observed not only in Chinese but also in
other East Asians except for Japanese, indicating the derived alleles were Continent-specific
alleles. Because they are not adequate for demonstration that a forensic sample came from a Chinese,
they were incorporated into JapanesePlex single base extension method.
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rs12031450 1g25.3 0.0198
rs117985611 1g25.3 0.0198
rs74416250 4923 0.0743
rs117315008 4923 0.0792
rs117598291 4923 0.0842
rs145688880 4923 0.0446
rs117845272 10g21.1 0.0149
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rs143403672 12p12.2 0.0050
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rs118160669 15025.3 0.0644
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rs117760225 15025.3 0.0446
rs117698552 16p13.12  0.0198
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