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Correspondence analysis of gene expressions in hypothermic adrenal gland, heart,
kidney, liver, and lung using DNA microarray

Takamiya, Masataka
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We analyzed the hepatic and pulmonary transcriptome of mice killed by
hypothermia using DNA microarray technology. The present study demonstrated acute hepatic and
pulmonary responses in hypothermia, and we suggest that understanding hepatic and pulmonary mRNA
expression would be useful for hypothermia diagnosis. Furthermore, the present microarray data may
facilitate development of immunohistochemical analyses that could be used for human autopsies.
Corresponding analyses were also performed concerning to gene expressions in hypothermic adrenal
gland, heart, kidney, liver, and lung. These analyses would reveal relationships among these organs
in hypothermia.
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