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Recent studies revealed that p53 family proteins are important for the
regulation of cell invasion and migration. Microarray analysis showed that breast cancer
metastasis-suppressor 1- like (BRMSIL) is upregulated by p53 family proteins, specifically p53,
TAp63y , and TAp73pB . We identified two responsive elements of p53 family proteins in the first
intron and upstream of BRMS1L. These response elements are well conserved among mammals. Functional
analysis showed that ectopic expression of BRMSIL inhibited cancer cell invasion and migration;
knockdown of BRMS1L by siRNA induced the opposite effect. Importantly, clinical databases revealed
that reduced BRMSIL expression correlated with poor prognosis in patients with breast and brain
cancer. Altogether, these results strongly indicate that BRVMSIL is one of the mediators downstream
of the p53 pathway, and inhibits cancer cell invasion and migration, which are essential steps in

cancer metastasis.
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